TS fof

=7 |ME HA2 =28

(Disease modeling)

that’s

GOOD

science!

S7IME, QAR RS S5t YYDY 471 2o

oAl
—

QF JHet (New drug discovery)

)il:l

>

« 3% 9|3t (Personalized medicine) &4+
« XA 2|3t (Regenerative medicine) ¢

=M ™I+ 2 (Toxicity testing model) 7Hg & &2
« M|IZ X|ZX| 7HE (Cell therapy development)

23 AL (Differentiation protocol optimization)

(@)TakaRa



Human induced pluripotent stem cell (hiPSC)O0|Zt?

hiPSC= I|E MLOFMZE (skin fibroblast), PBMC (Peripheral Blood Mononuclear Cell) 2 Z2 217t HIMZEE reprogrammingsttd,
HESIZ MME ZI|MEE Y=L Embryonic Stem cell (ESC)ZF SU5HH AAZ BEHEH= self-renewal2 EME JHX|, MAHE A
St= O 7|O0|LE =X| MEZ 23518 4 Q= pluripotencyE 7HEICY

Z2oll= hiPSC°I HHEE o3l A2 JHEr (New drug discovery)O|Lt & 2|t (Personalized medicine), X4 2|8 (Regenerative
medicine)2 I8 A7t Chg M D JYO M, MIE X[2XH| JH2 (Cell therapy development)it 4 HIF B2 (Toxicity testing
model) £ &g 3%31" AMEE BIH5tL ULk

A
R ,{/ P i _ KLF4
~ of._',«-a ’w" 2) A %0}‘1 OCT—4‘ ~ ) — - b{ o
== |~ —> @8 | —> |Besessg) NS~ C-Myc Jé =
S\ /S o™ Do
ZITN - L
{ Embryonic stem cell (ESC) Induced pluripotent

( S:\ stem cell (iPSC)
i

enewal

/ DIFFERENTIATION \

Ectoderm Endoderm Mesoderm
% o) -
o) o -
. <
Neurons Skin cells Hepatocytes  Pancreatic beta cells  Erythrocytes Cardiomyocytes  Adipocytes

Cellartis® human iPS cell lines

CH712HHI0| 20| E7|ME M2 H2HE Cellartis®™= 20\ 7H MH| 012 4= M|QFALRt E24510f LISt pluripotent stem cell 71t Q17t
MzEE JHY S| MH|AE ZIdat QUL o|2{et ™S HIECR, 21U o2 3HXZEE Y2 skin fibroblastE Retrovirus2
reprogrammingst®] hiPS cell line2 715, ARXIS0 A MSotd ULt == 2 Cell line purityZt &1 stem cell £0] O+H (OCT-4,
NANOG, SSEA-3, SSEA-4, TRA-1-60, TRA-1-81)2 = YHE 2 M pluripotency?t QISHS 20t OtL|2t, CHFSt lineageZ2 2| 23t
Sk SQISHRILCE

I|BX B
Lt0| | Karyotype
Y00275 | Cellartis® human iPS cell line 7 (ChiPSC7) 20 46, XX Hepatocytes, Beta cells, Cardiomyocytes, Endothelial cells

Code =Y

Hepatocytes, Beta cells, Cardiomyocytes,

. ® . . .
Y00285 | Cellartis® human iPS cell line 12 (ChiPSC12) | 24 46, XY Neural progenitors, Endothelial cells, Microglia

Hepatocytes, Cardiomyocytes, Neural progenitors,

Y00305 | Cellartis® human iPS cell line 18 (ChiPSC18) | 32 46, XY . .
Intestinal epithelial cells

Hepatocytes, Beta cells, Cardiomyocytes,

Y00325 | Cellartis® human iPS cell line 22 (ChiPSC22) | 32 46, XY ) )
Neural progenitors, Endothelial cells

Feeder-free & monolayer hPSC H{2F0{| Z|Z 3=

Cellartis® DEF-CS" 500 Culture System (code Y30010)

+ hPSC (hESC, hiPSC) H{QF HHX|
+ All-in-one system : H{QF HiX|, Additives, Coating Reagent &t

Monolayer
Culture

TSt MIE AFEH
XA st =| A8}

« Clone Li M 7t AtEH 9]
- 52 TEY

- AR/ HEY 7t Et 2| A5}

Feeder-free
Serum-free

OI= 7t=s&t
Doubling time

(@) TakaRa N



hiPSCHIAM 2| KX HE

CRISPR/Cas92 0|2%! Mt RFA HE 7|&2 245 ME X SASHM SH RTAE UL HS
S FEH MEEA ULt O SUHME ST|ME = Cifet =X MEZ 2810t 7ts0710, REA HES Soll S7IME
2H0f| 205t RTXE 2HQUst7LY, RTAF L0 ME 54 YIS =AY = US =T OfL|=h XtAMCH ZE AL A

= il— =
Ny BHSNE Y2 FHS ¢ YLk

b
¢

o

HI rir

o

3

il

@ sgRNA C|Xt2l, 8t 2 cleavage &8 Q?_')

o ZHEHSEAH T8 sgRNA FIZ (12 ug O]4Y)

Guide-it' Complete sgRNA - RNP (RiboNucleoProtein) E0]| 2HIZ 0| It
Screening System (Code 632636) - £9! ® in vitro cleavage &8 E1912 E3f|, A% 425 =7
@25 ME 8 2|50 EUUHS 0|33 QEX B AP SR R iR = S
V.  Plasmid delivery

« Gesicle RNP delivery

Guide-it" Recombinant Cas9 - Viral delivery (Lentivirus, AAV)

(Code 632641)

- Electroporation-ready SpCas9 e Z! ® HXIE QXA 2M
« M 0l sgRNA2} complexZ H|ZI5t0{ RNP =&/ 4
« Plasmid 2A10f| H|5H tH-E =2 A2t - Genotyping
- Off-target effect %23} + Indel identification
- Mammalian cellS 2|8t transfection 7} (protocol X&) + NGS analysis

« QEX} WE= Cell sorting H/Z

Guide-it Mutation gene editing 58 &0l
Detection Kit (Code 631443) ., ymasE| XI5 PCR S= = mutation GIE 2tol

o= T

® Single cell isolation & expansion )

HHQF 164Xt / Clone S

QEX WEISH hiPSCE] single cell B It
Cellartis® iPSC Single-Cell Cloning
DEF-CS™ Culture Media Kit (code v30021)

+ 7|E Colony H{EH I H| WIS M, =2 clone &8 &2
- Single cell22E cloneS M4 Al, 7} selection 22
- Single cell cloningZ ¢I8t all-in-one system

: Single cell culture media, coating matrix Z&f

Limited dilution2 EdH single hiPSCE H{Fst Z 1t
20% O[Ake| THel MIZZOJ|M clone AliAd &t0l

= =2 822 Homogeneous clone &5 75 & HHQE 124Xt/ Single cell

™ s « LentivirusZ 0|23} Brunello sgRNA library2| 19,0007 SF X2
Guide-it  CRISPR Genome-wide _

. Knock-out Screening
Sg RNA Li bra I'y SySte M (Code 632646) + Ready-to use system2 2 T2|5}H| 76,0007 modified SgRNA =24

www.takara.co.kr 3



Cellartis® hiPSC S2H M|&Z

Cellartis® hiPSC R2{ MEE XHMOZ FEH protocolS Sl DASO| MEZE 23tEH, SUSH Z7|MZNM 23I5t22 lot 'E HX
N0 =2 MAES FAIE 2 OfLIEt, assay LI0|E{2| ALZYSE EEdl= 3dOI EZ0|Ct. 3t Drug selectionO|Lt &XIZ 0182t Q1LIF
selection 10| @101, 2t MZ22| 7|5S = RXAISHH, 223t 0] MZo| 7| BiL0| 7+S3tHt.

hiPSCE2E 23+E 2Jii¥ Selil ME (Ectoderm lineage)

Microglia

¥ N

\

Ectoderm

Neural stem cell

Cellartis® Microglia (from ChiPSC12) Kit (code Y50045)

« hiPSCEEE 23l microglia-like cell
: &5 M4 (Central Nervous System, CNS)0f| ZX{5H= HAM|IZ
+ Yolk sac macrophage & &S in vitro &0 TS
» Microgliadfl 20|= H3XQI 7|5 22l
: Amyloid B B HE2
: Lipopolysaccharide Xt=0f| 2|8t cytokine ¥&
D ATPO|| 2|8t MZE 0| &

@ Microglia &Ef SX| L =2 marker (Ibal, P2Y12)9] =2 W& @ Amyloid B EAls &9l
Ibal / P2Y12 HHQE M ARZL 5 S
, ¢ & P ol )
., 2N 4 '@
Pl 0.
& ,,’ 32 L5 O
4 ‘ A o
(Iba1=green /P2Y12 = red) (Amyloid B = yellow / Phalloidin = red)
@ ATP SE0i| 2|8t migration s& @ Lipopolysaccharide0]| 2|8t cytokine &&
_ IL-6 IL-1B TNF-a
ATP Chemotaxis Assay Image 1,600 | 400 | 600
1400  TTTTTTTTEES 350  TTTTTTTTOTS 500
— 1,200 300
‘L_H E 3hr. _ 1000 250 400
%08 E
ok — é 800 200 300
*g I I | o1mMaTP ’ \ o1mmaTe /’ 600 150 200
400 100
LotA Lot & BXIE Microglia 200 I 50 100
== Filter membrane (Pore size: 8 ym) 0 0 0
W 0.1mMATP 0 mMATP 0ng/ml 1ng/ml 30 ng/ml OmM 05mM 1mM 0ng/ml 1ng/ml 30 ng/ml
LPS conc. BzATP conc. (LPS 30 ng/ml) LPS conc.
Human Cytokine M2 245 2|t IL-2 IFN=y TNF-a
= ME o
GoStix Plus 3& ME 08 U MR EM ST - NS O (20 4) ME NS

TaKaHa www.takara.co.kr 4



Differentiation into Ectoderm lineage

RHB-A: Human/mouse A& 7|MIE ME HiX]| (code Y40001)

HBME 23t D2EZ Z|X 3}

HBME 22t 7|H A

=

ton

- UE ET|MEL 7|, S B R =

« ME LH EGF, FGF-2 & &t

: Growth factorE ZL&t5tX| 42 basal medium €& 10§ 7Hs
- Passage 100 O|& &7| HiY 7tsd &0l
- Applications

:hNSCQ| 75X &2 H7, radial glia S 22X MEZ 25t

: Glioblastoma stem cell line H{Q¥

Growth factorE Z&5IX| =
AMZM|IIE HYQF HRX|

RHB-Basal (Code Y40000)

GABA I Tuj1 + GFAP

RHB-AZ 0|23l 23t& AZMIBME

RHB-Basalit &H| At 758t
completely defined, serum-free supplement

Ndiff® N2 (Code Y40100)

2 23} H{X| (code Y40002)

NDiff® 227; Mouse embryonic stem cell (mESC)2| H{F L &

« Adherent type2| mESC i 2 23IE 2|5t FEAHIX| (serum-free media)

.88

- mESC2| feeder-free culture
- MESC2| organoid @M = st Z2E=2 QRIS 42 Ed &0l

300 mouse

- mESCe| &
- FGF H7tE Sdll,
mMESC2| ADE (Anterior Definitive

MEME 23t =7

ES cells
b@% l E j Endoderm) MI1H| 25t &
0hr N 120 hr O]
Matrigel
(optional)
Mouse, Rat0| O|AEl human cell ZE2 &8t STEM antibody
+ Mouselt Rat0f| O]AIEl human R2H2] iPSC, ESC, MSC, tissue, 23H=! MIE2| 0|F, 25t S AEN A2
» Mouse, Rat2| HEHE M} cross-reactivity 810 human S2i T &0t AE
« H{EL Transfection 43 18 2L
« WA HES E[ASI2 E0|d =2 ™ 21t &2l (Immunofluorescence, Immunohistochemistry 0|&)
Vg % B I‘ e
STEM101® STEM121® STEM123®
(Code Y40400) (Code Y40410) (Code Y40420)

=, 2L AT S =& 2 MZ0A

|, 7t S ZE|0|M USE=
HISIE|= Human M2 CHHEl 4=

oL

Human M|Z2o| & A (Kug0) A&

CteFst MA MM ILE SHA|| (Neural Progenitor Cell Antibodies)

- Otp « Emx1 + Six3 » Otx2

23 Human MZAMZ|N HeiEl=
Glial fibrillary acidic protein (GFAP) Z&

- Bf1 * Rx «Irx3 « Crx

www.takara.co.kr
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hiPSC252H =3t LHEi Y

Cellartis® Enhanced hiPS-HEP v2 (from chipsci12) Kit (Code Y10133 2))

=3} protocol control

\J
—_

=g 87158

(ol}

of= CHAL &7t

« hiPSC2EE| 2351% 145 hepatocyte (1 vial > 1.2 X 107 cells)

« 3T V| B Tts, ZICH 1

7t

HHO| 22 2/

62| assay window

« Hepatic marker &8, CYP activity & Z+& metabolism

Cellartis® iPS Cell to Hepatocyte

- Z| ™35t 3" 10| lot= hiPSCE ZtMZ2 23t & Z(] 14
Ql
EE

* 2574 0|2 E7| MZEZ0A 90 % O]9

. ZQ ZHM|IE O} 28 D OFMEOI CYP A A 50|
- Stepwise 2352 2t HH|Q| EH &0l It

S2h MZ (Endoderm lineage)

Endoderm

N

=191
2t

Differentiation System (code Y30055)

2 0] FIt Y Tts

’

Intestinal Epithelial cell

Glycogen JHI“—

Crost

Hepatocyte

Albumin MM&s

Triglyceride uptake

N HHE THX|&=
v w8 o

mdo

ZtA

hiPS Cell Definitive Endoderm

Day O

Day 7 Day 8- 10

Ventral Foregut

Fetal-Like Hepatocyte Hepatocyte

Day 21+

Cellartis Power Primary B

HEP Medium

pmol metabolite / mg
protein / min

B O

o o

=
Hr:

pmol metabolite / mg

07 14 2 28
Days

Vendor T medium

o ©
o o

I

N
=

protein / min

p

07 14 21 28
Days

o

pmol metabolite / mg

!
[N
=

—— CYP1A — CYP3A CYP2D6

Vendor B medium

protein / min
N

o o

1

1

1

07 14 21 28
Days

Vendor L medium

T
0 -
YR ]

Days

protein / min

pmol metabolite / mg

|
N
=

28

CYP2C9 —— CYP2B6

Cellartis® Power™ Primary HEP Medium (Code Y20020)

Y71 =8 A4=2 SE A

[=)

i}

Intrinsic clearance &1+

+ Human primary hepatocyte M&HHX|
« CHFSH M ZALS| Human primary hepatocyte MM 10|
« 477 27| YO = Morphology & metabolism S|

1) =2

- 24l YR g ot

2) CYP induction & activity 3) Albumin &4

« Primary hepatocyte HiZ0l M 21 El= overlay €10] BiY 7ts

(@ TakaRa

www.takara.co.kr



Cellartis® hiPS Beta Cells (from chipsc12) Kit (Code 10100 2))

BMZE 75 A+ % off

1z

AoF g A2

=3

oln
11
0F

24 2l&Tl 2H| 7| ¢

HI

+ hiPSCOlIA LHEHR S HA™ 23t JE ME (FIE B M)

- M5 AT B M O s

> Insulin, C-peptide, MAFA, UCN3, NKX6.1, PDX1 &

Glucoselt incretin &|EXQI Ql&El 2H| 53 He

S B X[QF [HZIQMXF HLA-A'02: 01 HS M|I MEH JHs (Code Y10106)
MOk RRZO| 28 0 - GPCR =E 2= i

: Cellartis® ZI& B MZ0j| GPCR =& 2= (Exenatide, Acetylcholine,
4-CMTB)E MEIS [, B4 MZ0|AM EO|= C-peptide 2H| SIIE &

RCH, thE R RO X0[0 2 =H 58 XI0|S HUSHAUL,

Endocrine
progenitors

w
o
w
°

B ChipsC12 ® ChipsC22

control)

N
[

mChipsC12 B ChipsC22 3 = ChipsC12 | ChipsC22

- N
= o

B

Secreted C-peptide

cCanvwEOON®©OB

(foldchange compared to

05 - Pancreatic
00 endoderm
Endoderm lineage MIZ2| 23 AL
Definitive
Control2 At 758t hiPSC {21 endoderma 3t [, endoderm
Cellartis® Definitive Endoderm ChiPSC18 (Code Y10040)
HRot1 = hiPSCE endoderml 2 £5t6t1Af & IOf,
Cellartis® Definitive Endoderm Differentiation Kit with DEF-CS'" (Code Y30035)
hiPS cells

Cellartis® Intestinal Epithelial Cells (from ChiPSC8) Kit (code Y50035)

Caco-2 cell2C} M2t SALSE A

Villin - Human iPSCOIA 2518 T&E AXH A ME
« HiQF 50| Tight junctionS &M 501
vs. Caco-2 cell (21ZF A%QY MZZF) Q| AL, tight junction EM7X| 2 20Y 42
< AT LHI|M|IZ0A 20|z ST =2 U
1 =Q Marker (Villin, CDX2 &)

DFEAL B4 B =EHQ TR

>
it
>
S
o
Hh

Villin mRNA CDX2 mRNA CYP3A4 mRNA PEPTT mRNA
Relative Expression Relative Expression

20 5.0
4.0 1
30

1.0 0.01
20
0.5 10 0.001
0.0 0.0 0.000001 g
IEC Adult Caco-2 IEC Adult Caco-2 IEC Adult Caco-2 IEC Adult Caco-2

Small intestine Small intestine Small intestine Small intestine

www.takara.co.kr 7



Differentiation into Mesoderm lineage

hiPSCEEE 232 SHlY 2 MZE (Mesoderm lineage)

A

Endothelial cell

Mesoderm

w-}

Cardiomyocyte

s | i

MiraCell® Endothelial Cells (from ChiPSC12) Kit (Code Y50055)

= |
=

2L

=

HEIMIE 715 o4 2o 1Y oz A+ =0 H3 |=X| A

-1 o

- hiPSCOIlA SHHIS MM 2518 BB R
CHT AN X A
LDL uptake Tube formation T YW 2F, B BEIO| ST OIS, R S5 S0l BHo]

e
: CD31, Tie2, vVWF (von Willebrand factor), CD144 (VE-cadherin) S
- JELHOMZL 7|SH EF &0l
: LDL uptake 7|5 &9l

:In vitro A0|AM tube M S &0

Tube formation

2/5h= hiPSCE U IIMEE = M35} 1" Q0| 23t 7t (B3t &8 > 80%)
1 hiPSC = SHIY (Mesoderm) = RO M| E = S LI M
25 R E S INE= S £

o= E o
L 20 BBUIINE 01 W3 U ORI 7|5 Sol

110

100

Day 11 :—3"'&‘".7‘.:-__## ®
F) = .
¥
3
g ® —8—ChiPSC12 (x19)
570 —e—ChiPSC18 (x118)
° ChiPSC19 (x15)

60
Day 16 50
5 10 15 20 25 30 35
Day
CIFst hiPSCe| HELHI|MZE 23t RE Its 7| B0l = SR IM L FHA L X

£l Endothelial cell 242 b1 82| MiraCell® EC Culture Medium (code Y50053)

(@)TakaRa o 5



Differentiation into Mesoderm lineage

MiraCell® Cardiomyocytes v2 e
(from ChiPSC12) Kit (Code Y50025) =

Mz £, 715 oY

+ hiPSCOIAN SHIES HA 25t M2 ME (=% > 95%)
« M&SHAZMEOM 20|E 24S 0|2 E2 QUAL 2

: SCN5A, KCNQ1, CACNA1C, KCNH2 &
- AE UE 5Y EQ
« & 0|2 S= AHHHH|Off Chet
1 E-4031, Chromanol 293B, Verapamil, Mexiletine
« Micro-Electrode Array

7| 2|5t st2 sl

1s! FPDF

=i

/st Mycoplasma 29

0%
o
ron

LEE

PCR Real Time PCR

TaKaRa PCR Mycoplasma Detection Set (Code 6601) CycleavePCR™ Mycoplasma Detection Kit (Code CY232)

Fluorescent
Quencher RNA Substance

F (Cycling probe)2
o MIZZHHQE 2FSOH, ML 2 M0 X

« RNA2} DNAZ 4=l chimera probe

EO|N =2 A=
o @i—

imer set ®Z

- PCRES 0|83t A
@

pr
- Nested PCRZ £5t ’é"’e = 4o
o M|ZZHHQF AFSCHOf|A DN

=

210| Mycoplasma A= 7ts

[Cycling probe 2AIE]

Luminometer

MycoAlert™ PLUS .

MycoAlert™ PLUS Mycoplasma

. . * Simple Protocol -
Detection Kit (Code LT07-701) My‘°“'e'§e;;i.”n§3 Substrate 3
4B IHsEME < &
o MESHAZ: Ak 0E AR ¥ Cell supernatant B Mycoplasma
Fresh media —_ 2+ stoIntz|
. 2F o 70|= = = v
DE)I‘ -1 " I_ PLUS I-"E “ Supplement Luminescence % Luminescence 3 A k202 A2
A ‘Bat

o M|IZH{QFoH S0t OtL|2t, fresh media,

o T

¥ Water ———>

supplement, water®ll= 2 It

Mycoplasma Z'Y : MycoZap" Series

MycoZap™ Plus-PR (vzA-2021/2)

MycoZap™ Prophylactic (vzA-2031/2)

MycoZap™ Plus-CL (vzA-2011/2)

Prevention against
Gram(+) bacteria

No;
Ct= antibiotics

Gram(-) bacteria SHH AlR TQ 4 v
Fungi (0l pen/strep)
Yeast
Suited for primary cells v - v
Suited for cell lines v v -

Mycoplasma0i| 2 <l MZE |7 | S 2L CH

ofF 243

TakaraOj|AM THHE|=

oF MIZL2t IH| 7 (7 OfFCHH,

= MIZot HlRlE= HA

MycoZap" Elimination Reagent

il Mycoplasma0f| 2 HE| 2| 4%A-S-S ol

www.takara.co.kr



Clinical MSC HH Q¥

A =7|ME (hMSC) HHQF HiX|

Code

HEZ

Y50200 Cellartis® MSC Xeno-Free Culture Medium

Y50205 Cellartis® MSC Xeno-Free Culture Medium (w/o Phenol Red)

Y50210 Cellartis® MSC Xeno-Free GMP Grade Culture Medium (Prototype)

S7|ME X=X HE T Zet o

Cellartis® MSC Xeno-Free Culture Mediumg A3 coating matrix €10
Q| MSC =i HiFO| 7HSSIC {22k OfL 2t

QI5tALt.
=5 Ref MSC
1E+10
(M= 2)
1.E+08
1.E+06 w—e
*2
T (8Herel)
1E+04
8 12 16 20 2

212t SRl 2H EIIME (BMMSC)

QIZt Xt ef 2t =7|ME (ADMSC)

1E+12

1E+10

1.E+08

1.E+06 | /_.

A QIO
T =

Coating matrix 10| 0 S| HHQAY SEHO =,

(MIZ =)

=
1.E+04

of 23t 0l

IS

Mg F2i MSC

2EME

Cellartis® MSC Xeno-Free Culture MediumOi|A{ coating-free
HEI= HiYE ADMSCE 238t Rk 8t Al AAL XF HiX|Z HHYE

MIZEC Fod 22la 88 BUCL

RISHE 2812

Cellartis® XF medium f
Coating OJAH2

AALXF HHX]|

ZTEME 2SRE

1E+12

1E+10

1E+08

1E+06

(MIZ =)

=
1E+04

Day0

terte [

1e+18
1e+17
le+16
le+15
le+14
1e+13
Te+12
Te+11
1e+10
1e+09
1e+08
1e+07
1e+06
1e+05
1e+04

| 21ZF MSC2| HICHSHA (PS)LHOIIA EFAL BHX] CHE] = &EH Of
| i 7120 = =2 HIE2| ME §EES 20|H, ME2| 0|23t JEi7t & RAIES =

XY R MSC

Cellartis® XF medium
Coating OJAHS:

Cellartis® XF medium
Coating AF2

AALXF HHX]

—

/. - Coating OJAHS:

AALXF HHX]

2
(Hherey) Coating At2

&5 0|8 12 H|0|H

- ADMSC (A&7l 2t S7|MIE) BHF M| ZL ALEI

Day1

- ADMSC (X[l 2t Z7|MIZE) iR A|7]0] HE HE =

0 12 3 45 6 7 8 9 10 1 12 13 14 15

7| AHltH BH2FO| 7tS8t hES R2f
MSC M3H| (Mesenchymal progenitor cell)

Cellartis® hES-MP 002.5

(Code Y10090)

(@ TakaRa
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2 MEZR2HO Single cell analysis

S o
E[=<] =] =T] B
TS0 R LHHRE SHME YT S4E

hiPSC / hiPSC 238} MIZ2| -2t 23 MERO| 2|20l 25 7|H U2 U 2 &Y
H=El=O _ _
Single cell analysis =oad <712t e YA YoM HE AS L M MZE 22
A

- el MZO| T2 KA Aol £4,
SEET . zusio| sy EM YUY | AR
- B, UBHS LM IO T2 | Y HE} 2l

SMART-Seq® Single Cell PLUS Kit (Code R400750) ( Oligo dT priming

- SMART-seq22 E &5t 7|22| 25 single cell full-length A4S Lojd= Hs
- FACS S22 E2|3tintact single cell (22 MIZ)0|A lllumina® 2412 library A|27t2| 2t2

« cDNA 4, library A2+ 2t80] 2t2t single tube W 2t2%|0f, handling errorLt ME &4 2l @& 2|45}
- =2 vyield2| library H2t22, NovaSeqt Z-2 high-throughput sequencer0l & 7ts
- UDI 4222, NovaSeqt 22 patterned flow cellof|M &4 7ts
[ lumina® Nextera kit2 |23t library@t H| i O, O &2 yieldQ} B2 SAZ} 4~ 240l ]
SMART-Seq Library Prep kit Bl 7 16500
60 15,000
SMART-Seq Single Cell Kit SMART-Seq library A S % R I
SMART-Seq library B A £5 oo
10 pg of Mouse ' Egmﬁg ) SMART-Seq library C g 30 %é 13,500
Brain Total RNA cDNA C \ Nextera XT library A ~ 20 13000
Nextera XT library B 10 - 12,500
Nextera XT library C o 12,000
SMART-Seq Nextera XT SMART-Seq Nextera XT
PLUS kit PLUS kit
NeXtera XT SSsc cDNA SSsc cDNA
1-1,000 cells Total RNA SMART—Seq® Stranded Kit (Code 634442) | Random priming
MAarAaaaa~ rRNA
o e o - 93y (Strand origin) A2 S Z&tet lllumina® £4L library A2
: - Mammalian rRNA 22| cDNA AH|HE @[t ZapR 7|& =
CHEO| rRNA AHH Al 222
P7 {7 Read 2 5 3 « A2 AHIZ
— o o=
XXX
e 11~ 100072 M & 34249 total RNA (10pg - 10ng)
Read 0 P5 : FFPE S 231El low quality RNAO|= A& 7ts
SMART-Seq® Human scTCR a/b Profiling Kit (code 634431) ( OligodT priming
« SMART 7|=2} RACE #AlS 286t low-abundance TCR repertoire 24 BUK T cells Sequencing data wnichoandp
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25 | Code HEY
QU2 ASKREETIME HZ
Y00275 Cellartis® human iPS cell line 7 (ChiPSC7) Kit
Y00285 Cellartis® human iPS cell line 12 (ChiPSC12) Kit
hiPS cell lines D - - - -
Y00305 Cellartis® human iPS cell line 18 (ChiPSC18) Kit
Y00325 Cellartis® human iPS cell line 22 (ChiPSC22) Kit
hPSC2| monolayer, feeder free H{QF A|AEH Y30010 Cellartis® DEF-CS"™ 500 Culture System
E7|MZe| RTX HE
sgRNA C|XI2l, e 2 cleavage &2 0l 632636 Guide-it" Complete sgRNA Screening System
Off-target effect Z|A3tS 2|5t RNP delivery 632641 Guide-it" Recombinant Cas9
=2 ST 9| KIZ 9/8t ssDNA HDR template M| & 632666 Guide-it" Long ssDNA Production System v2
QA WHE 58 &l 631443 Guide-it" Mutation Detection Kit
Single hiPSC isolation & expansion Y30021 Cellartis® iPSC Single-Cell Cloning DEF-CS™ Culture Media Kit
hiPSC22E{ Ectoderm lineage (IS HIE) 23t
SEMAA W HAMZE (Microglia) &+ Y50045 Cellartis® Microglia (from ChiPSC12) Kit
EHO} | _{J&,I;,?,.EHQJ hl:lSC ) V40050 &| Human Neural anex(Hindbrain/Mid Forebrain/Spinal Cord/Temporal
(Ch| oJR/2 /B /Ar/E5F) Lobe Stem Cell Line Kit
Human/mouse MAZ7|ME HE B B X]| Y40001 RHB-A
hiPSC25E{ Endoderm lineage (LHHHY HIE) 25}
hiPSC 221 endoderm cell (LHHHE MIZE) Y10040 Cellartis® Definitive Endoderm ChiPSC18
hiPSC2| endoderm cell 23} kit Y30035 Cellartis® Definitive Endoderm Diff Kit with DEF-CS
hiPSC 22 hepatocyte (ZA|ZE) Y10133 2| Cellartis® Enhanced hiPS-HEP v2 (from ChiPSC12/18/22) Kit
hiPSC2| hepatocyte &3} kit Y30055 Cellartis® iPS Cell to Hepatocyte Differentiation System
Primary hepatocyte2| &7| H{QF HiX| Y20020 Cellartis® Power” Primary HEP Medium
hiPSC &2 Beta cell (7IE MIZ) Y10100 2| | Cellartis® hiPS Beta Cells (from ChiPSC12/22) Kit
hiPSC R2ff Intestinal Epithelial Cells (AE4T| M%) Y50035 Cellartis® Intestinal Epithelial Cells (from ChiPSC18) Kit
hiPSC25E{ Mesoderm lineage (ZHIY HIE) £3}
hiPSC {2l endothelial cell (RZLHI|M|E) Y50055 MiraCell® Endothelial Cells (from ChiPSC12) Kit
hiPSC 22 endothelial cell B{2f BHX| Y50053 MiraCell® EC Culture Medium
hiPSC2| endothelial cell £} kit Y50300 MiraCell® iPS Cell to Endothelial Cell Differentiation Kit
hiPSC 22l cardiomyocyte (&1ZM%E) Y50025 MiraCell® Cardiomyocytes v2 (from ChiPSC12) Kit
hiPSC &2l cardiomyocyte H{2F HiX| Y50023 MiraCell® CM Culture Medium v2
Human MSC (52t £7|MZ, Mesenchymal Stem Cell)
Xeno-Free MSC B HiX| Y50200 Cellartis® MSC Xeno-Free Culture Medium
Phenol Red7} I &HE| 0 QK| 242 Xeno-Free MSC HHQF HiX| Y50205 Cellartis® MSC Xeno-Free Culture Medium (w/o Phenol Red)
GMP grade2| MSC HHf HHX| Y50210 Cellartis® MSC Xeno-Free GMP Grade Culture Medium (Prototype)
hESC 22| Mesenchymal progenitor cell Y10090 Cellartis® hES-MP 002.5
A M2 O Single cell analysis
Single cell2| full-length RNA-Seq library X%} R400750 SMART-Seq® Single Cell PLUS Kit
Single cell2| stranded HEE Z 55t RNA-seq library XI= 634442 SMART-Seq® Stranded Kit
Single T cell& 0|&¢t V(D)J region 4 library H|& 634431 SMARTer® Human scTCR a/b Profiling Kit
STEM antibodies: Mouse/Rat Lif =8t QIZIM 22| S0|X HE
QUZF MIZ L st THEE (KuB0)2| S0|1H A= Y40400 STEM101®
QIZHMIE LH MIZLE Tl S0|H HE Y40410 STEM121®
QUZH MHMIZE L GFAPS| E0|1X A= Y40420 STEM123°
Mycoplasma 2% ZAE HZE
DNA =& 210| nested PCR2 £¢5t Mycoplasma H= 6601 TaKaRa PCR Mycoplasma Detection Set
Probe qPCR2 Edll =2 M= Z Mycoplasma Z& CY232 CycleavePCR™ Mycoplasma Detection Kit
LuminoscenceE Eofl =2 RZEZ Mycoplama ZE LT07-701 MycoAlert” PLUS Mycoplasma Detection Kit
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