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o ® ded Ki - Human, mouse, rat &2 1-1,000742] intact cell
634442 2|  SMART-Seq® Stranded Kit - 10pg- 10 g total RNA

o ° | ) , Sl UIMI - Human, mouse, rat &2l 10 - 1,000742] intact cell
634485 2|  SMARTer® Stranded Total RNA-Seq Kit v3 - Pico Input Mammalian  _ 250 pg - 10 ng total RNA

HIO|2{A 0] 2t X2 YoM STX; LE H3t 20l i
POl AL ZH I}t X| = 2FEUML R} & st Understandlng

B3t SNP E= splice B10| 2 the effects of

« AFA|C| full-length MES E35H, isofor =
viral infection

D$23

gk, Xz &5 5 2LHE

» Single cell £Z, bulk =& ZIZt0f|AM Q| 2

Code M=d Sample input
R400750 @/ SMART-Seq® Single Cell PLUS Kit -~ UP! - Isolated single cell (2 - 10pg &2 RNA)
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R400752 2| SMART-Seq® v4 PLUS Kit 10 pg - 10 ng high quality RNA
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- PBMCs 2ff total RNA 10 ng - 1
634466 2|  SMARTer® Human BCR IgG IgM H/K/L Profiling Kit i 0- 1M V(D)J region
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