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microRNA 7|5 2X|0f =X
miRCURY LNA™ microRNA Inhibitors and Power Inhibitors

miRCURY LNA™ microRNA Inhibitors/ Power Inhibitors=

= S04} oYM HOIA Z|172| microRNA M| £8& E0[=, Exigon
9| EXHHQI LNAM 7|&2 018522 Z|X2| microRNA 7| |

E
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miRBase ver.202| CHEE microRNAX| CHEH Pre-designed inhibitor

LNA™O|| 2|t 2[112] £0|M (specificity) 2t Z&H= (affinity).
AT, GC-rich microRNAO]| CHHA = Z| 42| AX| E82 HOICt,
Competitor A Competitor D miRCURY LNA™ Inhibitor
Power inhibitor= nuclease Li430| U= phosphorothioate (PS) AnM @200t @40t @100 nM
backbone2L = T-HE|0| HA[ZtS| K| 55 HOICH Exigon microRNA inhibitor2} EFAMHIZ2| AR|IEE H|x
miRCURY LNA™ microRNA Inhibitors .
+ Normal phophodiester backboneS 2 4 %f
+ Ready—to-label, Fluorescein label A& 7t E -
_ £
. CHFSE 22 1 nmol, 5 nmol, 15 nmol 2 "
E 0.5
a g oL zZ 0
miRCURY LNA™ microRNA Power Inhibitors 3 g5 /¢ A
=
' Phosphorothioate (PS) backbonelL = ;Ug i miR-21-5p Inhibitor miR-21-5p Pawer Inhibitor
+ Inhibitor=!C} Cf =2 K| 23 MA|LY 2HE4 (Biological stability) Inhibitor2t Power Inhibitor®| & Hli
+ Ready-to-label, Fluorescein label ME 7Hs
. CHFSHR2F 1 nmol, 5 nmol, 15 nmol
= - = g = hsa-miR-200 family
miRCURY LNA™ microRNA Family Inhibitors R UAAUACUGUCUGRUARAACCEU
miR-200FI-1 3 -TTATGTCTGTCCATT-'5
- Ml il 2l S8 iy
+ HumanZt mouse0| it 407 0]&2] microRNA family inhibitor 27 IRCENIFLE S TTATOACOOMCCATIATS
L . N _ MRET UAAGAGUGUCUBEUAAGALES
+ Family inhibitor2} family power inhibitor & 7+s TiR-200FI-3 3-TTGTGACAGACCATT-'S

miRCURY LNA™ microRNA Inhibitor Libraries
+ miRBase ver.202| 1,9727H2| human, 1,624702] mouse microRNAO]| St inhibitor library
« microRNA 7|15 A2 Al /X : H| M2

Zt2}E9] Inhibitor7} 96 well platedi| dried—down=| U= SEf
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Custom miRCURY LNA™ microRNA Inhibitors
- 2l5tk= Pre—designed microRNA inhibitor7} @12 A<, custom@ 2 LAt 7ks
* In vivoZ inhibitor CIX}2! 7ks (In vivo inhibitor: Phosphorothioate backbone, HPLC purification)
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CH4=2| microRNA target & SXM(=X) targetZt 21!
miRCURY LNA™ microRNA Target Site Blockers

miRCURY LNA™ microRNA Target Site Blockers (TSB)= microRNA2| Ct~2] target &, T 5HL+2] targetTt 2AX[6H0]
microRNA2| 7|5& ¢+totk= MIZO0ICt.
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Low RISC mRNA%2| microRNA Z & 29| (target site)oll Z&t5H0d,
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T8 1 + TSBLH LNA™Z| =2 52O 2 microRNA ZEH2IE block
LNA™ enhanced \C;mpe“ﬁi/ o MIZE L 2PHM0] FOiL} antisense 4 &A|Zt KX
target site blocker R . -
AAAA « In vivo Target Site BlockerT &4 7ts
A. Inhibitors B. Target Site Blockers . .
g Inhibitor2} Target Site Blocker H|x!
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Target N+1 5T t2 . _
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Target A* Target 4 CHSH microRNA 7|s&2M

Exiqon2te| E3HEl M| 7t (triple strand) mimic

miRCURY LNA™ microRNA Mimics

+  J7H2| RNAZIEIC 2 P E 55 mimic

. Off_target effectS Z|A S} r'a:s]?cURY LNA microRNA
Passenger strand?t 2712] LNA™ =4l RNA'E E|0] /0 —_— * .I ' RISC
Off-target effectE SN = K|
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Translation repression
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\ P-bodies \"Translation
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LNA™ longRNA GapmeR= mRNAL} long non—coding RNA (IncRNA)2| 7|5 242 ISt antisense oligonucleotideO|Ct.
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MicroRNA microarray &A1 A{H|A
«  RNA MZ0 XS5 array 82 S8, HI0|E 2M7X|!
+  Exiqgon2| miRCURY LNA™ microRNA Array system HE& 0|23t Z|119| EAAMH|A
« SXH2 LNAMI|ES 0|23l =2 S0|192= microRNA HE

- 31007H2] human, mouse, rat microRNAS E0|HOZ AHE|
+ Single color, dual color array M& 75
MicroRNA microarray AH|A ZISH =0

Consultation & RNA sample RNA sample
experimental design submission quality control (QC) oo

Report &
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Data analysis &
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Labeling, hybridization,

MicroRNA microarray 241!
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scanning
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