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In-Fusion® HD Cloning
The Right Clone Every Time

G0OD
science!
The Original Fusion PCR Cloning2| &=
No Limits Any Vector, Any Insert, Any Site

Time-saving TH5E20H0| 2 2=

Highly Efficient AXS0| ¥ HE8t 11§ Cloning

(@)TakaRa

Clontech TalkdRa cellartis



In-Fusion® HD Cloning

In-Fusion® HD Cloning
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In-Fusion® HD Cloning Flow Chart
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In-Fusion® HD Cloning
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In-Fusion® HD Cloning Application
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In-Fusion® HD Cloning Plus
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In=Fusion® HD!Cloning Plus
(Code 638909 2])

In-Fusion® HD Cloning Pluse
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In-Fusion® HD Cloning

In-Fusion® HD Cloning MIZ&|AE

Code =3 2 _ TeE
PCR&4A  HH* Cells

638909 In-Fusion® HD Cloning Plus 10 3 0 NS 0
638916 In-Fusion® HD Cloning Plus CE 103 0 CE 0
639642 In-Fusion® HD Cloning w/Competent Cells 10 3 - - 0
639648 In-Fusion® HD Cloning Kit 10 & = = =
638912 In-Fusion® HD EcoDry Cloning Plus 8 3| 0 NS 0
639678 In-Fusion® HD EcoDry Cloning Kit w/Competent Cells 8 3| = = 0
639689 In-Fusion® HD EcoDry Cloning Kit 8 3| - - -

In-Fusion® HD cloning 4 2& |5t "=
639298 CloneAmp" HiFi PCR Premix 200 3 Insert?| PCR &%
639613  Cloning Enhancer 25 3 PCR &= |
636763  Stellar’ Competent Cells 10 § SS9 FETER E coli

* PCR product M| & (NS: NucleoSpin®, CE: Cloning Enhancer)
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In-Fusion® HD EcoDry Cloning HIZ2 SZ 1% AEH2| In-Fusion® Premix7H £32E|0] QL04, MZ 47} Bk ASI0)| HEHBIL|C
In-Fusion® HD EcoDry Cloning 42| HFSA|7H2 30 & QIL|C}.
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UHIMO 2 vector : insert = 1: 2 HZ (molar ratio)= H&6HH, multiple fragment cloning Al0f|= Z2 HIES SXIBILICE

Ol 01 insert] 7427t 37021 AL vector :insert A:insert B:insert C=1:2:2: 22 B8 |C} Vectorl} inserte] Z00]| L}2 =|X9| U=
Atz = 22101 20| MZ % YELICE CH7[2EE 2|0F ZH|0|X|Q] 22121 E2 O0|E5HA|7| HEZILICE
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MOl In-Fusion® HD CloningS ¢I5iA= Stellar” Competent Cells2| AF2S HESILICE
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L|, 15 bp2| HSMES Z&5H= 50 bp 0|4t & oligonucleotide2t™ 7+SEILICE 0|2 22 AR0il= oligolt vector?| Bt HIE2 5 15: 12 FiLICEL
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