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ExiLERATING new standards in non-coding RNA (icrua)
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miRCURY™ Exosome Isolation Kits
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+ Serum & Plasma € (Code 300101) / Cells, Urine & CSF € (Code 300102)
miRCURY™ RNA Isolation Kits
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+ Cell & Plant & (Code 300110) / Tissue & (Code 300111) / FFPE & (Code 300115)

Isolation
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+ LNA"-enhanced primerZ 0|&3}™ low abundant non-coding RNA= £2
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Fully customized gqPCR panel for profiling
ExiLERATE LNA™ gPCR Starter Kit (Code 303350)
ExIiLERATE LNA™ gPCR, cDNA Synthesis kit (Code 303301)

ExiILERATE LNA™ gPCR, SYBR® Green master mix (Code 303402)
Custom ExiLERATE LNA™ gPCR primers (Code 309999)

Expression
Analysis

Step 3. LNA™ probeE 0|2t In situ hybridzation & Northern blot

+ LNA™-enhanced probeE 0|83t0{ =2 50|41 ZE2 MIE E= X2 L{2|
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Custom In situ hybridization probe
Custom Northern blot probe

Control detection probe for mRNA, IncRNA (positive, negative)

Detection

Step 4. siRNAE L} 5|0t knock-down 1}

+ SIRNAEL} 0] knock—-down 288 7% GapmeR A|2|=
* IncRNA A& 9] positive control probe 25 (MALAT1, HOTARR S)
+ No transfection delivery = Gymnotic delivery 7k : transfection0| 0{2{2 M0l B

Antisense LNA™ GapmeR (in vitro & in vivo)
Antisense LNA™ GapmeR Positive & Negative control

Functional
Analysis
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Non-coding RNAs (ncRNA)?
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Locked Nucleic Acid (LNA™ Technology)
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Higher specificity =2 A= MEO RNAE H25H 72 7Hs (SNP analysis, miRNA family discrimination)
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Exiqon has a solution for any step of an RNA research project
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