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Nuclear proteins

Cytoskeletal proteins

Other proteins

Nuclear pore proteins
RNA polymerase I

Many transcription factors
c-Myc oncoprotein
v-Erb-a oncoprotein

p53 tumor suppressor
SV40T antigen

Tyrosine phosphatase
Many chromatin proteins
Estrogen receptors
Fungal DNA-binding proteins

cytokeratins 13, 8, 18
neurofilaments H, M, L
human erythrocyte band 4.1
synapsin |

many synaptic vesicle proteins
MAPs

tau

talin

vinculin

clathrin assembly protein AP3
Aplasia

neuron proteins

a-crystallins

92-kD Ser protein

p43/hnRNP

adenovirus fiber

human CMV UL32

rotavirus NS26 protein
baculovirus gp41 tegument protein
p67 translation regulation protein
malarial proteins

trypanosome proteins

giardia proteins

E. histolytica proteins

schistosome proteins
B-amyloid precursor proteins

E1 Identified O-GIcNAcylated proteins
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