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Takara's DNA Chip
IntelliGene™

DNA Microarray Serles

» IntelliGene™ Human Apoptosis CHIP
» IntelliGene™ Human Cancer CHIP
» IntelliGene™ Human Cytokine CHIP
» IntelliGene™ Human DNA CHIP

for endocrine disruption study

» IntelliGene™ Human CHIP 1K SET I
> IntelliGene™ Mouse CHIP SETT
» IntelliGene™ Cyano CHIP -

> IntelliGene™ E. coli CHIP ~ *
» IntelliGene™ Rat Tuxiculug}%lﬁP I

» IntelliGene™ Human Stén;L CelkCHIP :
» IntelliGene™ TesFAl%BAX, » W






