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e HEWs s 84 0r & ¢ Jvke Aotk &, fixte vl FAATAE 244 F s Aol
S HAE A8 FEUR gan 2 Axe sides Alxe A 9
59 245el| Saf At dEsrle] 2kt DNA chipalA €& 23 @ TR 7|52 oll=

Az
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O Ex
=

AR HAE S Hole e Ul g e e A=
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A
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Al (coregulated) MI7FUF o3 ATt FLe oA o= ¥
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cytochrome c 1%‘ %{X}, TCA/ glyoxalate cycle #d
G4 A BE RS o] FEH R R
o4%13]—(DeRlsM L., et al., 1997).
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@A AE ool QAR e fAAe 7%
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K. et al. 1999; Han J. et al. 2000).
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