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¢DNA Synthesis Kit (M-MLV Version)
TaKaRa Code 6130 RNA 20 g

M-MLV (Moloney murine leukaemia virus) 22| HHMAL SAE ALESH double strand cDNA &M kitOICF & kit A AFRE| D QU= ATAL &
Reverse Transcriptase M-MLV (RNase H) (TakaRa Code 2640)= HZ0]0f 2|5 RNase H&MS ZEAIZI T8 §42 O T8 mRNAS
S SIX| 227| o 201 ZI cDNAZ HsF 291 om @ deletion type2| RTase M-MLV (RNase Hiree)oll HI5H A& 0] 245t @ QoY Mo| H| w™
2M(50~55C), &4 - 71H =2 A HLJ} &1, ALS4 E01F S2| 0|F0| UCE &, BHSAH o] M2 2 7| E2| M Eoil HIoH 2nd strand &4 &
SO0l =0FCh
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Kite] LI (RNA 20 4) T
Reverse Transcriptase M-MLV (RNase H) (200 U/4) 10 A

RNase Inhibitor (20 U/#) 10 A

Oligo (dT)s Primer (1 ug/#) 20 A 746—

Random Primer (9 mer) (0.3 ug/#) 20 M 44— e

5 X 1st Strand Synthesis Buffer 40 M 037,

dNTP Mixture (Z} 10 mM) 40 1 -

E. coli RNase H/E, coli DNA Ligase Mixture 20 4 186~ ‘ .

E. coli DNA Polymerase 1 (20 U/4) 20 M e

5 x 2nd Strand Synthesis Buffer 300 A 025

T4 DNA Polymerase (1 U/#) 40 M

Diethyl Pyrocarbonate (DEPC) #] 2] H:0 600 4 X 2 =T

Control RNA (1 ug//) 5 4l 1: 1st strand A AHE, 2: 2nd strand SHA &S, M: pHY narker

Al 310] @1.4% agarose gel M7|AS5 o= A=l cDNA 22l (Ol 2)

o 2nd strand cDNAZE H|WHA] agarose gel A7]9F L2 7.46 kb7}A|

double strand cDNAZE 7353 4= A} (2 2, lane 2), FE3F 1st
strand cDNAs= double strand cDNART}F 231 k8 size 2 HAE Aot
(¥ 2, lane 1), AlT}7} EBr& double strand DNAG| A& o g 7
3 75‘5‘5]%]”1' single strand DNAdll= Agto| ok3}7]| Wl single
strand DNA 2] band: & 2] ®Helt},

Poly (A)” RNA Ladder 1 ugS 53 © 2 Oligo (dT)s Primer® cDNAS

Asket, F3F AHE-2] 1st strand DNAS} 2% 4HE-9] 2nd strand DNAS

thge] 27 WH o Belahelnt,

D1.4% LZ+2] WA agarose gel A7]%3%3}3 SYBR® Green 112 413}
% gFolu]A] analyzerZ 712 (single strand DNAS] 7

@1.4% agarose gel 27195 % EBrE 7% (double strand & single (kb) 1 M 2
strand DNA2] &

— 746
[ P 7.46 44
MD1.4% LZt2| agarose gel M7 |HS O 2 SHEl cDNA &l (12! 1) 44— — Al
1st strand®} 2nd strand 25 7.46 kb <DNAZ}A] 7AZ8 4= 9IQdct, & 237 — el 130
135 —

Z+2] agarose A7]GFoME DNA A Eo] Gzt WAoo g &
I single strand 2 A 7] 4% % 7] w9l 1st strand®} 2nd strand cDNA

025
= 28 91x) 9 band7} 7AZH}. 2nd strand cDNAY] 739 2+ band 2] 025—
ZFE = 1st strand cDNA2Q] ¢k 287} E&= 20 2 double strand cDNA
o] o] 22w}, FEp

1: 1st strand A AHE, 2: 2nd strand SHA &S, M: pHY narker
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