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% Full-Length Product Present after Synthesis
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Oligo Length i
0.995 0.990 0.985 0.980 UkA 0 T AMR-EE 3 dyed] TR AT thE 2EYTh
20-mer 1% 83% 75% 68%
50-mer 78% 61% 48% 37% s Reported Values
75-mer 69% 48% 33% 22% Absorbance Emission
100-mer 61% 37% 22% 14% Cy3™ 552 nm 570 nm
Cy5™ 643 nm 667 nm
&M DNA= 087 =0 o™ AEi 2 H 25 0F SHLtR? 6-FAM 492 nm 515 nm
HEX 535 nm 556 nm
4 DNAE J33] oHgst AHE 2 54 712 E g Y B9 A JOE 520 nm 548 nm
2 d ek AT ROX 585 nm 605 nm
et oligo7} 3= nuclease] 23] £38E 7ls4d0] on, 5515 TAVIRA 565 nm 580 nm
A& W v 2 By AT TET 521 nm 536 nm
9HA 0 2 TE (10 mM Tris pH 8.0, 1 mM EDTA)Y ddH:09]] 3¢ 100 M Texas Red 595 nm 615 nm
59| stock solution© & THE0] -20°Col] A3, I AR-Z working Rhodamin 548 nm 572 nm
solution® 2 FHEUTH B#7]7HE 4 6}7] #13lA] stock solutiong & Fluorescein 494 nm 518 nm
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Base & | ot EAR | LR ELF (w/m) | Hr mol (nmol/m)
5 1,650 30 182
10 3,300 30 9.1
15 4,950 30 6.1
20 6,600 30 45
25 8,250 30 36
30 9,900 30 30
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Zakg (g/m )= 330 (nucleotidel| Wt 2XIZHX base =
(152X AF) (7.4 XCF) (11,5 X G) B3 XT=)
Mol== (umol/mi )= 1

(152 XAF) (74 XC) (115 XGF) (8.3 XT=)
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‘g8 Wol EFetaL AT oligonucleotides= F/33}7171 3] LY
Ytk 53] 470 olde] g7t A& or A gl
tetraplex’ 2 & AJ3}o] aggregationo] dofd 7}sAo] FYt} (Poon and
MacGregor (1998) Biopolymers 45:427-434).

o] ¥ aggregation®] A1 =™ complementary sequence®} hybrid7} #18]
Hyr}, whef oje} -2 M AL 742 primerE F AREoF gt g" o
UH-Z Tnosine(a universal base) © 2 B tetraplex 42 24 v
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Mixed bases (Mixture)2| IUB #7|#H 27
A = Adenosine

C = Cytosine

G = Guanine

T = Thymidine

Inosine = I

B=CG,orT

D=AG,orT

H=AC,orT

V=AC,orG

R = A or G (puRine)

Y = Cor T (pYrimidine)

K = G or T (Keto)

M = A or C (aMino)

S = G or C (Strong -3H bonds)
W = A or T (Weak - 2H bonds)
N = aNy base.
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