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Better Result Through Better Agarose !
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Agarose At2 2% Ug AF 2HY Ui agarose D MElGH EH 2.

Analytical Grade
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Genetic Technology Grade(GTG)
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DNAS 2 AF &b g Hd ligasec] 2ot A8 A8 S A glo] A2 2AS gl ¢ o)
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1 kb 0]4h2] DNA / RNA &2 ] . o e} o
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12! SeaKem® LE Agarose2| DNA £2|5 12! NuSieve® 3:1 Agarose2| DNA 22|15 I8! MetaPhor” Agarose2| Z2is
AR : 1-10 kb DNA Marker NES 3.5% MetaPhor* Agarose gelt 8% polyacrylamide
(TaKaRa Code F50471)(5 #//lane) Lane A : oX174-Hae ll digest (0.5 ue/lane) gele| 22ISS s usigict.
A=ZZ 1 6V/em, 26A12% Lane B : pBR322 DNA-Msp | digest (0.5 we/lane) gExA )
2A|ZHTAE Buffer) AS=74 1 1x TBE Buffer, 5 \//cm, BPB7} gelZ2oilA] 3.5% MetaPhor® Agarose -
1 cm £20l| 2 wirix| 7 |gs TEY d5x(156%20 cm, 774 3.0 mm)
1x TBE Buffer, 6.7 V//cm, 15T, 4A1Z¢
8% polyacrylamide gel :
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