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TaKaRa’' s DNA chip

m IntelliGene® Series

IntelliGene® Human Cancer CHIP Version 4.0
IntelliGene Human Cytokine CHIP Version 1.0
IntelliGene® Human Select DNA Fragment Set Version 2.0
IntelliGene® Human Hematopoietic Stem Cell CHIP Ver. 1.0
IntelliGene® II Human CHIP 1

IntelliGene® II Mouse CHIP

IntelliGene® Cyano CHIP Ver. 2.0

IntelliGene® II Arabidopsis CHIP 1

IntelliGene® II Arabidopsis CHIP 2 ®
IntelliGene® E.coli CHIP Ver. 2.0
IntelliGene® Rat Toxicology CHIP Ver. 1.0
IntelliGene® TestArray Ver. 4.0

m IntelliGene® Dual chip Series
IntelliGene® Human Cancer CHIP Dual (Ver.4.0)
IntelliGene® Human Cytokine CHIP Dual (Ver.3.1)

m Functional DNA chip Series
Functional DNA chip Human Brain Ver.1.0 _
Functional DNA chip Rat Toxicology Ver.1.0




