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* Compatible with multiple methods to incorporate proteins and lipids.
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Step 1

Standard protocol (e.g., McNamee, M.G. “Isolation and Characterization
of Cell Membranes,” BioTechniques, 1989, 7, 465-475)& 0|&5}0{ &5}
= cell membrane fraction Isolate, Protein concentration =%

Step 2
Bufferof|A{ membrane fractions Resuspend. PreserveXTM-QML: protein:2|
B2 1:20 (w/w)E &7I51 1 Vortex.

(<)) H[&2 proteine| SFoi| w2t F2HE 4= QlCt,

Step 3
Membrane/PreserveXTM-QML mixtureE Sonicate, |la&2|E E35}0i
unsolubilized membrane proteins2 ZMA|Z 5= UC}H

Step 4

AZ29| Proteins =2 =X}, biological activityS ¢/t assay
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UDP Glucuronosyl Transferase (UGT1A1) Activity
is Maintained after Extraction from Membranes
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Fluorescence Polarization Signal of a Fluorescently
Labeled Peptide is Maintained in Solution
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The Solubility of UGT1A1 Preparations is Increased
as Seen by Dynamic Light Scattering
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Sonicated with PreserveX™QML
—UGTIAI-Containing Membranes, ~—~UGTIAI-Containing Membranes,

™ Sonicated with PreserveX™QML
Mixed with PreserveX QML then Centrifuged
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Without PreserveX™-QML | With PreserveX™-QML

Ligand for ERo ECso ECgq

Tamoxifen Citrate 61 nM 71 nM

Estradiol 12 nM 10 nM

Estrone 147 nM 125 nM

4-Dehydroandrosterone =1 mM >1 mM
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1. www, probes. invitrogen. com/media/publications/355. pdf

2. http://www bdbiosciences.com/discovery_labware/
gentest/products/pdf/S01T044R2, pdf

3. http://www.invitrogen. com/content/sfs/panvera/L0504. pdf

4. http://las, perkinelmer, com/Content/RelatedMaterials/finalcampfire, pdf

5. http://www . invitrogen. com/content/sfs/manuals/L0893. pdf

6. Feighner, SD, Tan CP, et al, Science, 1999, 284, 2184-8,

ype of Protein Protein Name

Type of Assay Results

Cyclooxygenase (COX) COX-2 Fluorometric & Colorimetric Improved stability in solution
Transmembrane, G Protein-Coupled Human Motilin Receptor Fluorescent Polarization BODIPY-motilin Stabilization
Receptor (GPCR) Human Adrenergic Receptor Maintain Rank Order of Ligand Binding
Cytochrome P450 (CYP) CYP1A2 ELISA Immobilization of Functional Protein
CYP3A4 Spectral Characterization Reduction in Light Scattering
UDP Glucuronosy! Transferase (UGT) UGT1A1 Fluorescent Ratiometric Assay Increased Biological Activity
UGT1A6 Improved Stability (dilution, freeze/thaw)

Membrane-Associated Kinase Receptor Tyrosine Kinase

Affinity Purification
Fluorescent Polarization

Affinity Column Purification
Increased Enzymatic Activity
Improved Stability (freeze/thaw)

Nuclear Receptor Estrogen Receptor «

Fluorescence Polarization Maintain Rank Order of Ligand Binding

Membrane Fragments Model Proteins and Lipids

Surface Plasmon Resonance Immobilization and Microarray Development

Plant Membrane Protein Complexes Fatty Acid Synthase

Thin Layer Chromatography Purification of Protein Complexes

Prokaryotic Membrane Proteins Plasma Membrane Proteins

General Protein Purification Breaking Membranes
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