purificationg $J3F two-hybrid analysisE 31, vectorol|A Th vector® insertE %71 #5291 subconing TAI7
29 glo] AW o] AEHRI 24 0] 7h53lt.

) o = Ol= I_ =] — A
Protein interaction %7 9/ot 7H& &gl 7|g
Matchmaker A1-2- yeast two-hybride} one-hybrid 7]%-& 0]-85}9] protein-protein, protein-DNAL] A 2-8-
interaction identifying, confirming, characterizingsh= ThFet Al A1H]2(Custom ¢DNA Library Construction®}
Custom cDNA Aray Analysis)& Alg3Hc}, Creator” Donor Vector® Custom library construction-- protein function
£ 2457 9131 7 A gk W olet, Creator Donor Vedtorz THE01 3 library=. protein localization, expression,

YeastE 0|28t Two-Hybrid system2 FALI7}I?

Q_l...
A_l...

EHIXIZIO] ASEIRS Reporter REAIC| FAL EMS 0I25101 yeastLiOIM ZE3HE system2Z, 27 REXIQ| MSE
foI51 T, 71EQ| FEAL AE1t ASARSH= FEKIS ¥ 2, U libraryliAM ASALES LIEILE Al REXIE A3
| & == QT Yeast MR|LH(in vivo)OIM EMEEIZE NSRIRS HESH 4= QJ0] LAIFQI ASKIEE TIAICE HES = Q2
{, ZE8t [f Ho| ChlEl ML} S0 2 Qict

E3 7%RHbait)E DNA Z&t EHQI(DNA-BD)Zt 8815t 2t 1 FEXIQ ASAE SHCHT M2Asl= REXHprey)E HAL 2
M3l THQI(DNA-AD)Z} SEHAIH yeastlHOIAM ZSIAIZICHGAL4 SystemOlA O] M BHS0{Xl= FEXF A=00, nuclear
localization signal2 2f11 101, 8&= CHHEIR yeastO] & L{Z O|SEHLICH. Reporter F&EAR= yeast2] SAUR|0 THZEES104,
yeast MZLHOIA bait@} prey7 ASXHE 514S AT, reporter FHAL AFO| HAD| 2HM5) £|0] AURLTMRERILY lacZ F
XIS WEAZICE AN AE0IME HHX] AN HARTMO| S|S0|LL, f-galactosidase EMS EH510{ ASXES AESILL.
I, ASZRZ0| EoIE FERK= 556101, CIE 7S sHAJ0 018 = QAL

ClontechOIM= 2742 CHHEEIZIO| ASKZS yeastHOIA ZEoll FAI= system 20, ZFF MZE 01256k= Matchmaker

Mammalian Two-Hybrid Assay Kit(Cat.No.630301)E ZHl5t QIC}.
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Q 2 - One-HybridiH2 FAL|7}?

A 2 o Matchmaker One-Hybrid System2 S0|Z2l DNA M0 Zglsl= SRS AE5= systemOICh =X5k= DNA ME2
- reporter SRIR}F AHRO|| AIRISHT 11 DNA MY} CHERIZIO| ASELRS reporter FEIAI| HAL EMS 510 yeastOlM ZEst
Ch. DNA 28t EHHEI2 ADS} 881618 reporter?] AL 45} EICt 01242 01Z5HH Two-Hybrid(GALA)S libraryGiiM &l
¢ DNA Z&t REXIE A32[d & 5= RUCKClontech LexA library2 yeast YM42717} wild type GAL4 TERIE JIXIX] 22|
IHE0| GAL1 promoterS &t&i5HX] ZatLICh.

rok

3 - Three-HybridH2 FAULI7?

A ClontechOIM= yeast GAL4 Two-Hybrid System0l| C}E EMHZEIS USIAIZIS I LIEHf= EMHE! MSALZ(Three-Hybrid)S
ZHESP| I8t vectorE THiGIT YELICHp Bridge Three-Hybrid Vector Cat.No.630404). X|32| EH#Z2 DNA-BD
vectorA0fl methionine promoter2} K=&t £|012!20{, methionine(-) plate®iA] A| 3 EHHEIO| Hi5i510], CHUEI-CIHEIZION A

NS AES AL

Q_4 - Two-Hybrid systemZ 4SZ20| ZEE[RIS A9 M2 4SH20| ACtn HE & = ASLIN?
A AL Twotybrid system 0188t assayR ABEIR0| QHOR BT SICBlE, WAl 4BRIE0| ACkDE ZE B 4 9

Chfalse positive2| =, G, DNA-BDO| E&AI2] FEA} BHEOR reporter AR MAIE EM3| 5l H2lz HP).
Clontech GAL4 Two-Hybrid system 3(Cat.No.630303)HIA= false positive= Z0|7] 2IaHA 3 Z72 reporter REXIE 7}
K= AH109 yeastFE 0|85t UCHASAIR 5t bait EHIZID} prey CHHEIO| S5HH|J}, SILIQ| yeastLHOIM, MZ0| CIE 3
ER9| promoter?] TAIE 23] BT 0] IR0, false positive2] 2M7F TH| E{EU2M, bait EHHZEID} prey SHEZEIN ¢ -

Myc, HA, 6XHN2| epitope tagZ} 2401, Immunoblotting, CO-IP S22 in vitrolIA] Q15 5= QUCH
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5 - chZRol| transformationE! yeast Two-Hybrid library HIE2| 8E=?
5 - Two-HybridZ cDNA library= CHERES 025101 MZISICE Library= platetiiM 53510 22 MAig 2o} Ut Zst
plasmid2| ZZ2 215101, plateA0IA] HIFEH S FHSICE ClontechMiM= OI2| yeastLiol plasmidE T2 8t library= &=H|

5l ACHPretransformed Matchmaker cDNA Library).

_6 - it M Hix|ol| LIEI yeast colonydll S plasmidE &lolsla{m?
6 B PlasmidS 2|55101 PCRZ SZ5}7LY, CHERR LHOJl CHA| =RI510 2015t 5= QUC YeastZ MHIS plasmid= 20| &7| M2

Ol &7| Y= =l0lspy| BIEM, tHahmat et2| 2HEtshA| FA| & <= 2iCt. Yeast plasmid A Kit(YEASTMAKER Yeast

Plasmid Isolation Kit Cat.No.63044)E AF23t plasmid MHE FASHCE

- Yeast= electrophoration2& transformation0| 7Fs&tL171?

1aa ARRIQIX|T, library scaleQ] transformationOlli= &20] EX| 47| THE0H| H&t6HX| 2:ict.

8 - Yeast Two-Hybrid2 yeastE platetl] L s1212LL, red(EE= £2) colony2t white colony?} LIEFCE.

A ade2 H0|Z JIXI= yeastF= adenine SE=2| 22 HIX[O|A OisH W2 (EE)MO| colonyS M5, AlZH R} 8o et 52

Moz ZIr} 30°CHA 3~422t &8t 5 £, white colonyLt 2l 2 mm 0[512] colonyS AR2SHA|7| HIBHCE.

Matchmaker™ One-Hybrid & Two-Hybrid Systems

M=Z& protein interaction?] screening &

Yeast Hybrid 7|&2| &2
One-hybrid, two-hybrid 2! three-hybrid B2 protein interactionsS 2171617 @[t B S 2 eukaryotic transcription factor= st
9| module0|2l= i@ ELSQICE F, transcription-activating domains(AD)zt DNA-binding domains(DNA-BD)2 f2xXo=Z

715X o2 FHEICt o|2{st EAIOZ yeastol|AM CHFSH fusion protein2] 2840| 74s35tal, SA|0f| target DNA sequencedi| binding
5104 downstream@| nutritional reporterg MAFe = U= SHCHE! 1),

Clontech Matchmaker Systems yeast transcription factor2 & 2t24Zl GAL42] transcription-activating domains(AD)z} DNA-
binding domains(DNA-BD)& 0|23t} One-hybrid systemoi|A HYX|LY histidine0| @S | yeast host strain(His auxotroph)2
library proteinz} DNA target sequence?| interaction2Z HIS3 reporter genes &M SEHCL

Matchmaker system@| two-hybrid system2 5 protein®| interaction2Z multiple reporter genes &M 35}st0], %|2HEX|(defined
nutritional drop-out medium)oi|A{ host7} A2t 2 SiC (O&! 1),

GALA AD

Library
protein

DNA Target

Transcription 12l 1, Yeast hybrid technology.
Matchmaker systems2 one-hybrid, two-hybrid, three-hybrid interactiong A&
5t7| ¢|5tof transcriptional assayE 0| &¢tCH, Baite} library plasmid2
transformation®l yeast reporter strain GAL4 DNA-BD E= AD2} fusionEl F74
[ Transcription o XS Wi AlZICt, Library protein0| protein(two-hybrid)o|Lt DNA target(one-
Minimal Promoter | ADEZ, HIS3, lacZ, MELT }— 7 hybrid)2} interactions}® host strain2 promoter®| downstreamoi| /x|
reporter genes &I A|ZICtH 38K protein(P)& S5l LIEILI= protein interaction
0Lt} three-hybrid interaction2 pBridge vector(TaKaRa Code 630404)S A2}
0f A&e & qlch

UAS = GAL4-responsive upstream activating sequence,

[
Minimal Promoter | HIS3 |— C

Transcription

Reporter |— 1
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Clontech&
Takara?] A 23 7<= 4T}

Clontech2 gene discovery, regulation, functionz} 2& st Ctkst M| ZES 28 CH
ELSt gene expression analysis, subcellular localization, apoptosis, signal transduction 91520f| & %101
3004712 E5|E 25t UEFLIC

Clontech2 MM A = A& Ol antibody microarrays A71510] gitHo| MG O = 4tH7|O|
cellular proteing Y+tot= |FE8t ToolZ M-St UFLCL

Clontech2 fluorescent proteins, apoptosis detection systems,
cDNA arrays, tet-regulated gene expression systems, retroviral expression systems=
HZol= R&D 100 awardsE $=Atst Hf QI&LICH.
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