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H=3 Size TaKaRa Code
Clontech™ PCR—Select™ cDNA Subtraction Kit

7 xns 637401
Clontech™ PCR—Select™ Differential Screening Blocking Solution

1 ml 637402
Clontech™ PCR—Select™ Bacterial Genome Substraction Kit

7 xns 637404
Clontech™ PCR—Select™ Differential Screening Kit

each 637403
SMART™ RACE cDNA Amplification Kit

7 cDNA & 30 PCR xns 634914
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