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: NOS promoter, NOS terminator
FHAL (FH-toto| A LHA)

Bl BY-2 M ZoiM GUS &M
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HZ=Y 22t TaKaRa Code
pRI 909 DNA 10 ug 3260
pRI 910 DNA 10 ug 3261
Agrobacterium tumefaciens LBA4404 Electro-Cells 40 ulx5 9115
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