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License Notice [M54, L15, P1]
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PrimeSTAR” DNA
Polymerase Series

ZEX0| 3= PCR &4 MEi2 PCR &8 3H3to| 7|2 ZAQLICY,
O|H| High Fidelity(HF) DNA Polymerase= SX0f StH S2t AL25HMIQ.

01. HF DNA Polymerase?| 7|2
PrimeSTAR® HS DNA Polymerase (Code R010)

02. "Long PCR.0| 7l HF DNA Polymerase
PrimeSTAR® GXL DNA Polymerase (Code R050)

03. "High Speed PCR.0| 72t HF DNA Polymerase
PrimeSTAR® Max DNA Polymerase (Code Ro45)

J PrimeSTAR® Series ! H| 1l

GC or AT Range of template Target length Blunt or
Accuracy . Speed . )
rich quantity (human genome) 3'Aend
PrimeSTAR HS * % % %k * %k * % * % =8.5kb Blunt
PrimeSTAR Max * %k %k * K % % %k K %k * % % (% )* =6 kb Blunt
PrimeSTAR GXL * %k & X * % %k k *k * % %k %k %k Kk =30 kb Blunt

* Extension time : 1 min/kb AF2A|
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