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For Food Safety

Hunter Accelerated-PCR®

Integrated design
- Compact, portable controller, thermocycler, detection optics

- Chemistry-ready cartridges with lyophilized reagents

- Built-in bar-code reader and analysis software

Efficient

- Sample capture and processing in hours versus days

Portable, point-of-need use
- Lightweight, minimal bench space needed

Easy to operate and interpret results
- Touch screen-driven operation

Accurate
- Reliable gold-standard test results

State-of-the art network and wireless communication features
- Capable of decentralized data capture and secure centralized monitoring

Food Safety Assays :

E. coli eae-gamma

E. coli STEC 1

E. coli STEC 2

Listeria monocytogenes
Salmonella species
Salmonella enteritidis
Salmonella typhimurium
Porcine (verification)




